You’re working with an investigator who has provided you the dataset from horror stories. Complete the following steps to clean and analyze the dataset and provide a file that keeps all of the results and is dated with the time and date of analysis (Hint: Use Sink, date). Your final analysis should include 100 patients and the following variables:
· Patient ID

· Drug Assignment: A, B, NA

· Site: 1,2,3

· Tumor Grade: 1,2,3,4

· Lab Type: 1= Blood Pressure, 2= Heart Rate, 3= Drug Concentration Levels

· Lab Value: numeric

· Attending: Dr. John, Dr. Jane, 

1. Import the data into R, the  patient file is saved as “PatientData.csv”, a second file (LabRecord.xpt) contains lab values for each patient.

2. Look at the data, do you observe any of the following problems? (Hint: Try “describe”)
a. Classified Patient Identifiers

b. Missing Records

c. Multiple records for the same patient

3. The lab values need to be reformatted so that each patient has a single record containing their blood pressure, heart rate, and drug concentration levels. The data should look like:

	PTID
	BP
	HR
	Drug Conc.

	1
	180
	120
	6.5



Merge the lab record and the patient record by patient name. 

4. Your PI has forgotten to rename some of the patient IDs. Before you can make the data public, replace any patient names with patient IDs by replacing all PTIDS with a coded sequence. Use the print(data) command before and after the change so that you maintain a record of which IDs correspond. 
5. You find additional patients and on querying the PI are told that the dataset includes individuals who were not randomized and need to be removed. These individuals are indicated by missing drug assignment. In addition site 3 was found to violate protocol and all individuals must also be excluded. 
6. Convert the Attending variable into numeric levels. Note that whoever entered in your data was not consistent with capitalizing and you’ll have to find a way to fix this before assigning levels. 
7. Summarize all of the variables in the dataset.

8. Create a table of drug concentration by tumor grade for each doctor. Use the summary measures mean and standard deviation. Output should be provided as “mean(sd)” and listed using  2 significant digits. Provide the table in Latex format. The table should look like this: 

	Tumor Grade
	Dr. John
	Dr. Jane

	1
	1.23 (4.67)
	1.23 (4.67)

	2
	1.23 (4.67)
	1.23 (4.67)


Hints: Use any of the following commands to help with the homework. library(Hmisc), read.csv, is.character, head, is.na, describe, unique, dim, [-n], na.omit, cbind, sink, date, read.dta, library(foreign), seq, merge, format, paste, xtable, library(xtable). 
